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Figure 11 

An EST (in orange), aligned against all transcripts (in blue) of AKT3 in the NCBI human genome 
annotations. The EST contains an additional exon not present in the transcripts. 




Figured 

An EST (in orange), aligned against all transcripts (in blue) of the kinase GPRK2L in the NCBI human 
genome annotations. The EST is missing 2 or 3 exons present in the transcripts. 
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Figured 

The sequences of Figurell , as displayed using a single base scale for all introns and exons. Note that it is 
impossible to determine the relative lengths of exons from the graphics alone. In Figurell, exons are 
displayed using one linear scale, while introns are displayed as log(length). 
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Figurel4 

The sequences of Figurel2, as displayed using a single base scale for all introns and exons. 



I 


1 — 


— i — 


— i 


1 


-1 1 


1 — 


— p 

— 1 


1 r— 






— I — 


— I 


1 


-1 1 

-1 1 


1— 

, — 


— 1 


r~ ; r— 


i : 






— i 


1 






— 1 


h-i f- 


i 


1 — 


— , — 


1 : 


1 


-1 1 










•v2~ 
<V3 



no w ^ w:VV> ^ ^ 

^ ^ iM. r -tfc J"^- 



■el? <^>\ S-W 



I/O 




\£ MW ****** °F uA»c*fc^ IkH 






ft) 




V3 






tu. ^A*^ •ft''- p/»K.Vi c 



v 




£>3 




<^\S_ pro 



, 



c 



proA>vc\j or 
re^|\>r»9 



I 



V 



22 



i: 



-nil" 



J 



— ■■ — - — — 



V * 




a 




